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Public Information:

Marburg hemorrhagic fever (MHF) is a rare and highly fatal disease caused by a virus from
the same family as Ebola. MHF has been studied using the well-known compartmental sus-
ceptible-exposed -infectious-removed (SEIR) model. During our short-term visit at NIMBioS,
we considered extensions to this model, incorporating time-dependent transmission parameters
and additional population compartments to better capture the dynamics of the disease. With
NIMBioS postdoctoral fellow Dr. Calistus Ngonghala, we examined the models first in a dynam-
ical systems context, via stability analysis at equilibria. We then took a numerical approach
to the model, working to computationally identify best-fit parameter values. Our future plans
include to: (a) formalize equilibria analysis; (b) extend Matlab code written by Dr. Ngonghala
to arrive at final best-fit parameter values; and (c) prepare a paper summarizing our findings.

Olivia Brozek Matthew Glomski
Klaus Fischer Graduate Fellow Associate Professor

Department of Mathematical Sciences Department of Mathematics
George Mason University Marist College

Fairfax, VA 22030 Poughkeepsie, NY 12601
(703) 993-1460 (845) 575-3000

obrozek@gmu.edu matthew.glomski@marist.edu


