Computational Ecology

Bioinformatics

The biological sciences have become increasingly quantitative with entirely new subdisciplines having developed recently which apply modern computational methods to basic and applied problems.

Understanding these methods requires a basic understanding of mathematical, statististical, and computational modeling methods.

The goal of this course is to show how these methods may be used to explore and explain a wide variety of biological phenomena that are not easily understood with verbal reasoning alone. We will begin by discussing the various purposes for which one might construct models, proceed with a description of the modeling process, and illustrate throughout with examples from across the biological sciences.

The course is oriented towards biological sciences students who may not have a strong mathematical background. Prerequisites are a year of calculus (e.g. Math 141-142, 151-152, or the equivalent) as well as some exposure to biology at the 300-level. The course is available for graduate credit, and one of the course objectives is to provide enough insight into biological modeling that participants without a strong math background will be able to read with understanding theoretical papers appearing in the current literature in their respective biological fields of study.

Math 405

Models in Biology

Ecoinformatics

Instructor: Louis Gross, Professor of Ecology and Evolutionary Biology and Mathematics

Time: MWF 1:25-2:15 Location: TBA

Section Number: 59692

Computational Biology

Spring 1998

Text: Models in Biology: Mathematics, Statistics and Computing by D. Brown and P. Rothery.

Wiley. 1993